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Fig. S1. Single most parsimonious tree recovered from the standard MP analysis 

(Fitch Parsimony) of the 22,489 bp genomic alignment of Coronaviridae + 

Torovirus. Tree was a posteriori rooted relative to Torovirus and drawn 

following suggested changes in the nomenclature of family Coronaviridae. 
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Fig. S2. Most parsimonious hierarchy of patterns recovered from MP analysis 

(Wagner parsimony) of 39,621,820 3TS WS representation of the 22,489 bp 

genomic alignment of Coronaviridae + Torovirus. The values of the 

operational outgroup were fixed as values of Torovirus. Cladogram drawn 

following suggested changes in    the nomenclature of family Coronaviridae. 
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Fig. S3. The average consensus cladogram from the analysis of the forest of 65,435 

rooted trees (maximal relationships) derived from the “presence-absence” 

representation of the original 22,489 bp genomic alignment of Coronaviridae 

+ Torovirus. Cladogram drawn following suggested changes in the 

nomenclature of family Coronaviridae. 
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Fig. S4. Most probable tree recovered from the ML analysis of the 22,489 bp genomic 

alignment of Coronaviridae + Torovirus. Tree was a posteriori rooted relative 

to Torovirus and drawn following suggested changes in the nomenclature of 

family Coronaviridae. 
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Table S2. Total character differences between the aligned genomes of the all 

coronaviruses from the subfamily Orthocoronavirinae based on the G-block 

version of the genomic alignment. 

s38 

Table S3. Total character differences between the aligned genomes of severe acute 

respiratory syndrome related coronavirus 2 (SARS-CoV-2) (MN908947) and 

bat coronaviruses RmYN02 and RaTG13. 
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Fig. S1. Single most parsimonious tree recovered from the standard MP analysis (Fitch Parsimony) of the 

22,489 bp genomic alignment of Coronaviridae + Torovirus. Tree was a posteriori rooted relative to 

Torovirus and drawn following suggested changes in the nomenclature of family Coronaviridae. 
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Fig. S2. Most parsimonious hierarchy of patterns recovered from MP analysis (Wagner parsimony) of 

39,621,820 3TS WS representation of the 22,489 bp genomic alignment of Coronaviridae + Torovirus. The 

values  of the operational outgroup were fixed as values of Torovirus. Cladogram drawn following 

suggested changes in the nomenclature of family Coronaviridae. 
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Fig. S3. The average consensus cladogram from the analysis of the forest of 65,435 rooted trees   (maximal 

relationships) derived from the “presence-absence” representation of the original 22,489 bp genomic 

alignment of Coronaviridae + Torovirus. Cladogram drawn following suggested changes in the 

nomenclature of family Coronaviridae. 
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Fig. S4. Most probable tree recovered from the ML analysis of the 22,489 bp genomic alignment of     

Coronaviridae + Torovirus. Tree was a posteriori rooted relative to Torovirus and drawn following 

suggested changes in the nomenclature of family Coronaviridae. 
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Table S1. Taxonomic sampling of the study and related data 

Family Subfamily Genus Subgenus Species Virus name Abbreviation Name in the Trees Host Accession 
Coronaviridae Letovirinae Alphaletovirus Milecovirus Microhyla letovirus 1 Microhyla letovirus 1 MLeV Milecovirus Amphibia n/a 

Coronaviridae Orthocoronavirinae Alphacoronavirus Colacovirus Bat coronavirus CDPHE15 bat coronavirus CDPHE15 BtCoV CDPHE15 Colacovirus Mammals KF430219 

Coronaviridae Orthocoronavirinae Alphacoronavirus Decacovirus Bat coronavirus HKU10 rousettus bat coronavirus HKU10 BtCoV HKU10 Decacovirus sp. 1 Mammals JQ989270 

Coronaviridae Orthocoronavirinae Alphacoronavirus Decacovirus Rhinolophus ferrumequinum alphacoronavirus HuB-2013 BtRf-AlphaCoV/HuB2013 BtRf-AlphaCoV Decacovirus sp. 2 Mammals KJ473807 

Coronaviridae Orthocoronavirinae Alphacoronavirus Duvinacovirus Human coronavirus 229E human coronavirus 229E HCoV-229E Duvinacovirus Mammals AF304460 

Coronaviridae Orthocoronavirinae Alphacoronavirus Luchacovirus Lucheng Rn rat coronavirus Lucheng Rn rat coronavirus LRNV Luchacovirus Mammals KF294380 

Coronaviridae Orthocoronavirinae Alphacoronavirus Minacovirus Ferret coronavirus ferret coronavirus FRCoV Minacovirus sp. 1 Mammals LC119077 

Coronaviridae Orthocoronavirinae Alphacoronavirus Minacovirus Mink coronavirus 1 mink coronavirus MCoV Minacovirus sp. 2 Mammals HM245925 

Coronaviridae Orthocoronavirinae Alphacoronavirus Minunacovirus Miniopterus bat coronavirus 1 miniopterus bat coronavirus 1 Mi-BatCoV-1A Minunacovirus sp. 1 Mammals EU420138 

Coronaviridae Orthocoronavirinae Alphacoronavirus Minunacovirus Miniopterus bat coronavirus HKU8 miniopterus bat coronavirus HKU8 Mi-BatCoV-HKU8 Minunacovirus sp. 2 Mammals EU420139 

Coronaviridae Orthocoronavirinae Alphacoronavirus Myotacovirus Myotis ricketti alphacoronavirus Sax-2011 BtMr-AlphaCoV/SAX2011 BtMr-AlphaCoV Myotacovirus Mammals KJ473806 

Coronaviridae Orthocoronavirinae Alphacoronavirus Nyctacovirus Nyctalus velutinus alphacoronavirus SC-2013 BtNv-AlphaCoV/SC2013 BtNv-AlphaCoV Nyctacovirus Mammals KJ473809 

Coronaviridae Orthocoronavirinae Alphacoronavirus Pedacovirus Porcine epidemic diarrhea virus porcine epidemic diarrhea virus PEDV Pedacovirus sp. 1 Mammals AF353511 

Coronaviridae Orthocoronavirinae Alphacoronavirus Pedacovirus Scotophilus bat coronavirus 512 scotophilus bat coronavirus 512 Sc-BatCoV-512 Pedacovirus sp. 2 Mammals DQ648858 

Coronaviridae Orthocoronavirinae Alphacoronavirus Rhinacovirus Rhinolophus bat coronavirus HKU2 rhinolophus bat coronavirus HKU2 Rh-BatCoV-HKU2 Rhinacovirus Mammals EF203064 

Coronaviridae Orthocoronavirinae Alphacoronavirus Setracovirus Human coronavirus NL63 human coronavirus NL63 HCoV-NL63 Setracovirus sp. 1 Mammals AY567487 

Coronaviridae Orthocoronavirinae Alphacoronavirus Setracovirus NL63-related bat coronavirus strain BtKYNL63-9b NL63-related bat coronavirus BtKYNL63 Setracovirus sp. 2 Mammals KY073745 

Coronaviridae Orthocoronavirinae Alphacoronavirus Tegacovirus Alphacoronavirus 1 transmissible gastroenteritis virus TGEV Tegacovirus Mammals AJ271965 

Coronaviridae Orthocoronavirinae Betacoronavirus Embecovirus Betacoronavirus 1 human coronavirus OC43 HCoV-OC43 Embecovirus sp. 1 Mammals AY585228 

Coronaviridae Orthocoronavirinae Betacoronavirus Embecovirus China Rattus coronavirus HKU24 betacoronavirus HKU24 ChRCoV-HKU24 Embecovirus sp. 2 Mammals KM349742 

Coronaviridae Orthocoronavirinae Betacoronavirus Embecovirus Human coronavirus HKU1 human coronavirus HKU1 HCoV-HKU1 Embecovirus sp. 3 Mammals AY597011 

Coronaviridae Orthocoronavirinae Betacoronavirus Embecovirus Murine coronavirus murine hepatitis virus MHV Embecovirus sp. 4 Mammals AY700211 

Coronaviridae Orthocoronavirinae Betacoronavirus Hibecovirus Bat Hp-betacoronavirus Zhejiang2013 bat Hp-betacoronavirus/Zhejiang2013 Bat-Hp-BetaCoV Hibecovirus Mammals KF636752 

Coronaviridae Orthocoronavirinae Betacoronavirus Merbecovirus Hedgehog coronavirus 1 hedgehog coronavirus 1 EriCoV Merbecovirus sp. 1 Mammals KC545383 

Coronaviridae Orthocoronavirinae Betacoronavirus Merbecovirus Middle East respiratory syndrome-related coronavirus Middle East respiratory syndrome-

related coronavirus 

MERS-CoV Merbecovirus sp. 2 Mammals JX869059 

Coronaviridae Orthocoronavirinae Betacoronavirus Merbecovirus Pipistrellus bat coronavirus HKU5 pipistrellus bat coronavirus HKU5 Pi-BatCoV-HKU5 Merbecovirus sp. 3 Mammals EF065509 

Coronaviridae Orthocoronavirinae Betacoronavirus Merbecovirus Tylonycteris bat coronavirus HKU4 tylonycteris bat coronavirus HKU4 Ty-BatCoV-HKU4 Merbecovirus sp. 4 Mammals EF065505 

Coronaviridae Orthocoronavirinae Betacoronavirus Nobecovirus Rousettus bat coronavirus GCCDC1 rousettus bat coronavirus Ro-BatCoV-

GCCDC1 

Nobecovirus sp. 1 Mammals KU762338 

Coronaviridae Orthocoronavirinae Betacoronavirus Nobecovirus Rousettus bat coronavirus HKU9 rousettus bat coronavirus HKU9 Ro-BatCoV-HKU9 Nobecovirus sp. 2 Mammals EF065513 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus severe acute respiratory syndrome-

related coronavirus 

SARS-CoV Sarbecovirus sp. 1  Mammals AY274119 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus SARS coronavirus ZS B SARS-CoV  ZS B Sarbecovirus sp. 1  

var. 1:  

Mammals AY394996 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus bat SARS-like coronavirus  Bat-SL-CoV-ZC45 Sarbecovirus sp. 2 Mammals MG772933 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus pangolin coronavirus Pangolin-Cov Sarbecovirus sp. 3 Mammals MT121216 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus bat coronavirus RmYN02 RmYN02 Sarbecovirus sp. 4 Mammals EPI_ISL_41

2977 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus bat coronavirus RaTG13 Bat-Cov-RaTG13 Sarbecovirus sp. 5 Mammals MN996532 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus severe acute respiratory syndrome-

related coronavirus 2 

SARS-CoV2 Sarbecovirus sp. 6 Mammals MN908947 

Coronaviridae Orthocoronavirinae Betacoronavirus Sarbecovirus Severe acute respiratory syndrome-related coronavirus severe acute respiratory syndrome-

related coronavirus 2 

SARS-CoV2 Sarbecovirus sp. 6 Mammals MN988713 

Coronaviridae Orthocoronavirinae Deltacoronavirus Andecovirus Wigeon coronavirus HKU20 wigeon coronavirus HKU20 WiCoV-HKU20 Andecovirus Birds JQ065048 

Coronaviridae Orthocoronavirinae Deltacoronavirus Buldecovirus Bulbul coronavirus HKU11 bulbul coronavirus HKU11 BulCV-HKU11 Buldecovirus sp. 1 Birds FJ376619 

Coronaviridae Orthocoronavirinae Deltacoronavirus Buldecovirus Coronavirus HKU15 porcine coronavirus HKU15 PoCoV-HKU15 Buldecovirus sp. 2 Mammals JQ065043 

Coronaviridae Orthocoronavirinae Deltacoronavirus Buldecovirus Munia coronavirus HKU13 munia coronavirus HKU13 MunCV-HKU13 Buldecovirus sp. 3 Birds FJ376622 

Coronaviridae Orthocoronavirinae Deltacoronavirus Buldecovirus White-eye coronavirus HKU16 white-eye coronavirus HKU16 WECoV-HKU16 Buldecovirus sp. 4 Birds JQ065044 

Coronaviridae Orthocoronavirinae Deltacoronavirus Herdecovirus Night heron coronavirus HKU19 night heron coronavirus HKU19 NHCoV-HKU19 Herdecovirus Birds JQ065047 

Coronaviridae Orthocoronavirinae Deltacoronavirus Moordecovirus Common moorhen coronavirus HKU21 common moorhen coronavirus HKU21 CMCoV-HKU21 Moordecovirus Birds JQ065049 

Coronaviridae Orthocoronavirinae Gammacoronavirus Cegacovirus Beluga whale coronavirus SW1 beluga whale coronavirus BWCoV Cegacovirus Mammals EU111742 

Coronaviridae Orthocoronavirinae Gammacoronavirus Igacovirus Avian coronavirus infectious bronchitis virus IBV Igacovirus Birds M95169 

Tobaniviridae Torovirinae Torovirus Renitovirus Bovine torovirus bovine torovirus BRV Torovirus Mammals AY427798 
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Table S2. Total character differences between the aligned genomes of the all coronaviruses from the subfamily Orthocoronavirinae  based on the G-block version of the genomic alignment 

# of 

taxon 
Current genus Name in the Tree 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 

1 Alphacoronavirus Colacovirus                -                                                  

2 Alphacoronavirus Decacovirus sp. 1              7709 -                                                 

3 Alphacoronavirus Decacovirus sp. 2              7669 6017 -                                                

4 Alphacoronavirus Duvinacovirus              8000 7773 7841 - 
 

                                             

5 Alphacoronavirus Luchacovirus               9534 9417 9499 9556 -                                              

6 Alphacoronavirus Minacovirus sp. 1               8943 8831 8850 8756 9737 -                                             

7 Alphacoronavirus Minacovirus sp. 2               8862 8766 8766 8716 9573 5158 -                                            

8 Alphacoronavirus Minunacovirus sp. 1             7941 7472 7342 7989 9536 8894 8766 -                                           

9 Alphacoronavirus Minunacovirus  sp. 2             7778 7422 7397 8043 9512 8928 8912 6584 -                                          

10 Alphacoronavirus Myotacovirus                7961 7809 7843 8049 9469 9007 8940 7864 8035 -                                         

11 Alphacoronavirus Nyctacovirus                8021 7688 7681 8216 9612 9108 8988 7728 7785 8116 -                                        

12 Alphacoronavirus Pedacovirus sp. 1               7214 7646 7640 8159 9724 9011 8954 7870 7760 8044 7916 -                                       

13 Alphacoronavirus Pedacovirus sp. 2               7248 7697 7749 8259 9591 9024 8994 7893 7849 8162 8091 6649 -                                      

14 Alphacoronavirus Rhinacovirus                8282 8050 8145 8154 9027 8921 8826 8103 8049 8102 8278 8391 8415 -                                     

15 Alphacoronavirus Setracovirus sp. 1              7881 7569 7608 6875 9408 8643 8600 7669 7790 7898 8020 8019 7945 7896 -                                    

16 Alphacoronavirus Setracovirus sp. 2              8002 7787 7831 7260 9651 8938 8880 8003 7964 8016 8153 8159 8094 8183 6679 -                                  

17 Alphacoronavirus Tegacovirus                 9003 8942 8786 8872 9658 7070 7078 8973 9021 9003 9161 9119 9067 9008 8831 9013 -                                

18 Betacoronavirus Embecovirus sp. 1                10784 10812 10891 10836 10923 10900 10747 10844 10946 11000 10955 11122 11046 10713 10609 11036 10910 -                              

19 Betacoronavirus Embecovirus sp. 2                11184 11157 11222 11204 11193 11172 11182 11173 11219 11316 11226 11319 11262 11083 11006 11337 11214 5230 -                            

20 Betacoronavirus Embecovirus sp. 3                10715 10619 10702 10656 10818 10685 10593 10594 10842 10884 10828 10941 10821 10506 10267 10928 10710 5437 6220 -                          

21 Betacoronavirus Embecovirus sp. 4                11077 11158 11193 11178 11210 11136 11068 11224 11206 11203 11198 11289 11192 11042 11066 11221 11250 5239 5871 5570                          

22 Betacoronavirus Hibecovirus                  11130 11170 11088 11102 11364 11082 11120 11118 11253 11258 11268 11337 11205 11062 11058 11315 11098 10368 10605 10399 10565 -                        

23 Betacoronavirus Merbecovirus sp. 1               11005 10972 10953 10991 11216 11001 10982 11049 11022 11123 11163 11181 11073 10766 10784 11215 11061 10106 10390 9959 10480 10002 -                       

24 Betacoronavirus Merbecovirus sp. 2  11162 11173 11038 11118 11308 11141 11135 11172 11128 11300 11153 11322 11218 10981 10990 11194 11117 10300 10569 10177 10583 9950 6108 -                      

25 Betacoronavirus Merbecovirus sp. 3               11203 11277 11208 11360 11428 11242 11231 11385 11284 11390 11322 11356 11388 11252 11246 11448 11263 10550 10597 10556 10799 10132 6768 6001 -                     

26 Betacoronavirus Merbecovirus sp. 4               10921 10897 10860 10955 11054 10937 10961 10969 11003 11081 10984 11131 11071 10855 10675 11107 10926 10120 10368 9934 10488 9916 6435 6112 5654 -                                  

27 Betacoronavirus Nobecovirus sp. 1                11151 11331 11233 11268 11414 11332 11360 11252 11267 11340 11255 11344 11328 11140 11154 11349 11252 10453 10624 10418 10645 10023 10178 10234 10344 10182 -                                

28 Betacoronavirus Nobecovirus sp. 2   10974 11112 11096 11044 11113 11098 11024 11013 11087 11154 11064 11225 11154 10942 10747 11190 11142 10089 10404 9962 10438 9871 10016 10190 10315 9954 6670 -                              

29 Betacoronavirus Sarbecovirus sp. 1: SARS          11087 11161 11143 11138 11300 11210 11210 11130 11222 11277 11310 11345 11282 11069 11038 11401 11205 10419 10616 10440 10757 8874 10006 10001 10192 9983 10077 9944 -                            

30 Deltacoronavirus Andecovirus                 10687 10679 10784 10780 11045 10768 10695 10811 10774 10837 10872 10959 10914 10957 10512 10848 10770 10922 11116 10725 11157 11105 10930 11025 11123 10829 11135 10924 11197 -                          

31 Deltacoronavirus Buldecovirus sp. 1              10833 10753 10765 10839 11143 10825 10807 10790 10794 10988 10888 10950 10945 10972 10597 10945 10885 10857 11045 10794 11144 11027 10823 10986 11057 10839 10971 10848 10926 8581 -                        

32 Deltacoronavirus Buldecovirus sp. 2              10873 10947 10979 10939 11326 10978 11002 11006 10909 11024 11050 10982 11089 11105 10906 11021 10941 11004 11086 11085 11170 11141 11053 11035 11092 11036 11093 11052 11110 8791 5472 -                      

33 Deltacoronavirus Buldecovirus sp: 3              10854 10962 10936 10976 11316 10981 10945 10940 10852 11067 11068 10973 10973 11107 10826 10973 11042 11048 11107 11025 11203 11202 11020 11058 11054 10993 11079 11004 11067 8712 5574 5063 -                    

34 Deltacoronavirus Buldecovirus sp: 4              10832 10834 10846 10846 11231 10817 10836 10823 10885 11033 10973 10977 10936 10962 10631 10917 10881 10927 11068 10807 11112 11143 10907 11024 11108 10904 11001 10897 11062 8573 5164 5767 5801 -                  

35 Deltacoronavirus Herdecovirus                10845 10863 10799 10784 11202 10842 10682 10898 10894 11035 11066 11003 10869 11043 10746 10922 10864 10896 11170 10887 11255 11099 10938 11166 11134 10924 11061 10943 11066 8728 8364 8473 8500 8531 -                

36 Deltacoronavirus Moordecovirus               10456 10501 10513 10459 10900 10657 10522 10519 10556 10673 10688 10662 10647 10613 10207 10746 10733 10468 10738 10238 10767 10900 10597 10789 10988 10580 10885 10579 10922 8371 6434 6860 6734 6506 8259 -              

37 Gammacoronavirus Cegacovirus                 10969 11034 11006 11001 11204 11055 10970 11018 11003 11035 11010 11144 11176 10920 10840 11112 11078 10634 10958 10561 10982 11059 10969 11032 11267 10928 10995 10787 11179 10576 10451 10585 10473 10482 10551 10202 -            

38 Gammacoronavirus Igacovirus                  10645 10664 10747 10732 11030 10770 10695 10684 10762 10812 10738 10852 10838 10668 10457 10850 10735 10450 10719 10267 10833 10578 10446 10565 10750 10406 10777 10450 10679 10406 10358 10549 10569 10369 10363 9936 9588 -          

39 Betacoronavirus Sarbecovirus sp.6: SARS Cov 2a   10992 10944 10932 11075 11185 11046 11090 10983 11092 11267 11150 11250 11072 10945 10843 11236 11110 10287 10538 10136 10548 8749 9899 9913 10142 9850 10012 9791 4126 11028 10762 11029 10924 10834 10938 10672 11102 10460 -        

40 Betacoronavirus Sarbecovirus sp. 6: SARS Cov 2b   10994 10946 10934 11076 11188 11048 11091 10986 11093 11268 11151 11252 11075 10946 10845 11239 11113 10290 10540 10137 10550 8752 9902 9915 10144 9852 10014 9793 4127 11030 10763 11031 10926 10836 10940 10674 11105 10464 0 -      

41 Betacoronavirus Sarbecovirus sp. 2: CoV ZC45      11056 11095 11055 11105 11258 11067 11170 11073 11236 11266 11254 11297 11170 10935 10903 11249 11167 10337 10592 10243 10702 8781 9969 9980 10200 9905 10055 9867 3708 11092 10932 11070 11036 10982 11036 10822 11177 10594 2671 2673 -     

42 Betacoronavirus Sarbecovirus sp. 1 var. 1: SARS Cov ZS B 11073 11149 11127 11125 11292 11193 11197 11118 11209 11267 11300 11341 11281 11057 11031 11386 11196 10404 10602 10426 10750 8855 9996 9992 10179 9973 10058 9928 30 11185 10913 11095 11050 11049 11046 10911 11168 10670 4105 4106 3687 -    

43 Betacoronavirus Sarbecovirus sp. 5: Bat RaTG13    11005 10980 10954 11060 11211 11044 11065 10994 11113 11298 11143 11284 11086 10949 10859 11236 11120 10304 10558 10165 10607 8769 9916 9915 10190 9857 10058 9830 4176 11028 10801 11035 10957 10846 10915 10716 11112 10486 824 824 2701 4154 -   

44 Betacoronavirus Sarbecovirus sp. 3: Pangolin Cov  10990 10978 10995 11021 11144 11020 11045 10954 11136 11232 11209 11225 11092 10919 10865 11268 11054 10274 10502 10157 10534 8745 9852 9914 10116 9858 10026 9801 4291 11008 10772 11041 10909 10876 10891 10674 11057 10472 2056 2057 2898 4265 2066 -  

45 Betacoronavirus Sarbecovirus sp. 4: RmYN02                       11046 10917 10943 11060 11145 11024 11055 10973 11058 11246 11158 11221 11051 10886 10824 11182 11058 10278 10553 10137 10518 8736 9879 9902 10166 9859 9952 9772 4192 10995 10781 10998 10882 10800 10901 10664 11013 10464 1047 1047 2734 4176 1257 2344 - 
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Table S3. Total character differences between the aligned genomes of severe acute respiratory syndrome related coronavirus 2 (SARS-CoV-2) (MN908947) and bat 

coronaviruses RmYN02 and RaTG13 

# of taxon Genus Subgenus\Name in the Tree 1 2 3 

1 Betacoronavirus Sarbecovirus sp. 6: SARS Cov 2a   -     

2 Betacoronavirus Sarbecovirus sp. 5: Bat RaTG13    1138 -   

3 Betacoronavirus Sarbecovirus sp. 4: RmYN02                       1803 2032 - 

 

 

 


